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3 <110> APPLICANT: DALY,. Roger J . 

4 SUTHERLAND , Robert L. 

6 <120> TITLE OF INVENTION: A Potential Effector for the 

7 Proteins 

9 <13 0> FILE REFERENCE: 18 71-129 

11 <140> CURRENT APPLICATION NUMBER : 09/509, 196 A 

12 <141> CURRENT FILING DATE: 2 000-03-23 

14 <150> PRIOR APPLICATION NUMBER: P09388 

15 <151> PRIOR FILING DATE: 1997-09-23 

17 <150> PRIOR APPLICATION NUMBER: PCT AU98/00795 

18 <151> PRIOR FILING DATE- 1998-09-23 

20 <16()> NUMBER OF SEQ ID NOS : 2 

22 <170> SOFTWARE: Paten tin Ver. 2.1 
24 <210> SEO ID NO: 1 
2 5 <211> LENGTH: 34 00 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Homo sapiens 

29 <400> SEQUENCE: 1 

30 attcctcttc ataatgcatg ctcttttggt catgctgaag tagtcaatct 

31 catggtgcag accccaatgc tcgagataat tggaattata ctcctctcca 

32 attaaaggaa agattgatgt ttgcattgtg c tig tt;a cage atggagctga 

33 cgaaatacag atggaaggac agcattggat ttagcagatc eatctgccaa 

34 actggtgaat ataagaaaga tgaactctta gaaagtgcca ggagtggcaa 

35 atgatggctc tactcacacc attaaatgtc aactgccacg caagtgatgg 

36 actccattac atttggcagc aggatataac agagtaaaga ttgtacagct 

37 catggacgtg atgtccatgc taaagataaa ggtgatetgg taccattaca 

38 tcttatggtc attatgaagt aactgaactt ttggtcaagc atggtggctg 

39 atggacttgt ggcaattcac tcctcttcat g^aggcagctt ctaagaacag 

40 tgttctcttc tcttaagtta tggtgcagac ccaacactgc tcaattgtaa 

41 gctatagact tggctcccac accacagtta aaagaaagat tagcatatga 

42 cactcgttgc tgcaagctgo acgagaagct gatgttactc gaatcaaaaa 

43 ctggaaatgg tgaatttcaa gcatcctcaa acacatgaaa cagcattgca 

44 gcatctecat atcccaaaag aaagcaaala tgtgaactgt tgctaagaaa 
4 5 atcaatgaaa agactaaaga attcttgact cctctgcacg tggcatctga 
4 6 aatgatgttg ttgaagtagt ggtgaaacat gaagcaaagg ttaatgotct 
47 ggtcagactt ctctacacag agctgcatat tgtggtcatc tacaaacctg 
4 8 ctyagctatg ggtgtgatcc taacattata tcccttcagg gctttactge 

49 ggaaatgaaa atgtacagca actcctccaa gagggtatct cattaggtaa 

50 gacagacaat tgctggaagc tgcaaaggct ggagatgtcg aaactgtaaa 

51 actgttcaga gtgtcaactg cagagacatt gaagggcgtc agtctacacc 

52 gcagctgggt ataacagagt gtccgtggtg gaatatctgc tacagcatgg 

53 catgetaaag ataaaggagg ccttgtacct ttycacaatg catgttctLa 

54 gaagttgcag aacttcttgt taaacatgga gcagtagtta atgtagctga 

55 tttacacctt tacatgaagc agcagcaaaa ggaaaatatg aaatttgcaa 

56 cagcatggtg cagaocctae aaaaaaaaac agggatggaa atactcctLt 

57 aaagatggag atacagatat tcaagatctg cttaggggag atgcagcttt 

58 gccaagaagg gttgtttagc cagagtgaag aagttgtctt ctcctgataa 
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59 cgcgataccc aaggcagaca ttcaacacct; ttacatttag cagctggtta taataattta 1800 

60 gaagttgcag agtatttgtt acaacacgya gctgatgtga atgcccaaga caaaggagga 1860 

61 cttattcctt tacataatgc aycatcttac gggcatgtag atgtagcagc tctactaata 1920 

62 aagtataatg catctctcaa tgccacggac aaatgggctt tcacaccttt gcacqaagca 1980 
6 3 gcccaaaagg gacgaacaca gctttgtgct ttgttgctag cccatggagc tyacccgact 2040 

64 cttaaaaatc agyaaggaca aacaccttta gatttagttt cagcayatga tgtcagcgct 2100 

65 cttctgacag cagccatgcc cccatctgct ctgccctctt gttacaaycc teaagtgctc 2.160 

66 aatygtytga gaagcccagg ayccactgca gatgctctct cttcaggtcc atctagccca 22 2 0 

6 7 tcaagccttt ctgcagccag cagtcttgac aacttatctg ggagtttttc agaactgtct 2280 

68 tcagtagtta gttcaagtgg aacagagggt gcttccagtt tggagaaaaa ggaggttcca 2340 

69 ggagtagatt ttagcataac tcaattcgta aggaatcttg gacttgagca cctaaLggat 24 00 

7 0 atatttgaga gagaacagat cactttggat gtattayttg agatggggca caaggagctg 24 60 

71 aaggagattg gaatcaatgc ttatggacat aggcacaaac taattaaagg agtcgagaga 2 5 20 

72 cttatctccg gacaacaagg tcttaaccca tatttaactt tgaacacctc tggtagtgga 2580 

73 acaattctta tayatctgtc tcctgatgat aaagagtttc agtctgtgga ggaagagatg 2640 

74 caaagtacag ttcgagagca cagagatgga ggtcatgcag gtggaatctt caacagatac 27 00 

75 aatattetca agattcagaa ggtttgtaac aagaaactat gggaaagata cactcaccgg 2760 

76 agaaaagaag tzttotgaaga aaaccacaac catgccaatg aacgaatgct; atttcat.ggg 2820 

77 tctccttttg tgaatgcaat tatccacaaa ggctttgatg aaaggcatgc gtacataggt 2 880 

78 ggtatgtttg gagctggcat ttattttgct gaaaactctt ccaaaagcaa tcaatatyta 2940 

7 9 tatygaattg gaggagytac tgggtgtcca gttcacaaag acagatcttg ttacalttgc 3 000 

80 cacaggcagc tgctcttttg ccgggtaacc t.tgggaaagt ctttcctgca gttcagtgca 3 060 

81 atgaaaatgg cacattctcc tccaggtcat cactcagtca ctggtaggcc cagtgtaaat 3120 

8 2 gycctagcat tagctgaata tgttatttac agaggagaac aggcttatcc tgagtattta 3180 

83 attacttacc agattatgag gcctgaaggt atggtcgatg gataaatagt tattttaaga 3240 

84 aactaattcc actgaaccta aaatcatcaa agcagcagtg gectctacgt; tttactcctt 3300 

85 tgctgaaaaa aaatcatctt gcccacaggc ctgtggcaaa aggataaaaa tgtgaacgaa 3360 

86 gtttaacatt ctgacttgat aaagctttaa taatgtacag 3400 

89 <210> SEQ .ID NO: 2 

90 <211> LENGTH: 1074 

91 <21 2> TYPE: PRT 

9 2 <2.13> ORGANISM: Homo sapiens 
94 <4 00> SEQUENCE: 2 

9 5 lie Pro Leu His Asn Ala Cys Ser Phe Gly His Ala Glu Val Val Asn 
96 15 10 15 

98 Leu Leu Leu Arg His Gly Ala Asp Pro Asn Ala Arg Asp Asn Trp Asn 

99 20 25 30 

101 Tyr Thr Pro Leu His Glu Ala Ala He Lys Gly Lys He Asp Val Cys 

102 35 4 0 45 

104 He Val Leu Leu Gin His Gly Ala Glu Pro Thr lie Arg Asn Thr Asp 

105 50, 55 6 0 

10 7 Gly Arg Thr Ala Leu Asp Leu Ala Asp -Pro Ser Ala Lys Ala Val Leu 
108 65 70 75 80 

110 Thr Gly Glu Tyr Lys Lys Asp Glu Leu Leu Glu Ser Ala Arg Ser Gly 

111 85 90 95 

113 Asn Glu Glu Lys Met Met Ala Leu Leu Thr Pro Leu Asn Val Asn Cys 

114 100 105 110 

116 His Ala Ser Asp Gly Arg Lys* Ser Thr Pro Leu His Leu Ala Ala Gly 

117 115 120 125 
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